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<400> 1 

atg gca tgg aat gca act tgc aaa aac tgg ctg gca gca gag get gcc 48 
Met Ala Trp Asn Ala Thr Cys Lys Asn Trp Leu Ala Ala Glu Ala Ala 
15 10 15 

ctg gaa aag tac tac ctt tec att ttt tat ggg att gag ttc gtt gtg 96 
Leu Glu Lys Tyr Tyr Leu Ser lie Phe Tyr Gly lie Glu Phe Val Val 
20 25 30 

gga gtc ctt gga aat acc att gtt gtt tac ggc tac ate ttc tet ctg 144 
Gly Val Leu Gly Asn Thr lie Val Val Tyr Gly Tyr lie Phe Ser Leu 
35 40 45 

aag aac tgg aac age agt aat att tat etc ttt aac etc tet gtc tet 192 
Lys Asn Trp Asn Ser Ser Asn lie Tyr Leu Phe Asn Leu Ser Val Ser 
50 55 60 

gac tta get ttt ctg tgc acc etc cec atg ctg ata agg agt tat gcc 240 
Asp Leu Ala Phe Leu Cys Thr Leu Pro Met Leu lie Arg Ser Tyr Ala 
65 70 75 80 

aat gga aac tgg ata tat gga gac gtg etc tgc ata age aac ega tat 288 
Asn Gly Asn Trp He Tyr Gly Asp Val Leu Cys He Ser Asn Arg Tyr 
85 90 95 

gtg ctt eat gcc aac etc tat ace age att etc ttt etc act ttt ate 336 
Val Leu His Ala Asn Leu Tyr Thr Ser He Leu Phe Leu Thr Phe He 
100 105 110 
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age ata gat cga tac ttg ata att aag tat cct ttc cga gaa cac ctt 384 
Ser lie Asp Arg Tyr Leu lie lie Lys Tyr Pro Phe Arg Glu His Leu 
115 120 12S 

ctg caa aag aaa gag ttt get att tta ate tee ttg gee att tgg gtt 432 
Leu Gin Lys Lys Glu Phe Ala lie Leu lie Ser Leu Ala lie Trp Val 
130 135 140 

tta gta acc tta gag tta eta ccc ata ctt cec ctt ata aat cct gtt 480 
Leu Val Thr Leu Glu Leu Leu Pro lie Leu Pro Leu lie Asn Pro Val 
145 150 155 160 

ata act gae aat ggc acc acc tgt aat gat ttt gca agt tet gga gae 
lie Thr Asp Asn Gly Thr Thr. Cys Asn Asp Phe Ala Ser Ser Gly Asp 
165 170 175 

ccc aac tac aac etc att tac age atg tgt eta aea ctg ttg ggg tte 
Pro Asn Tyr Asn Leu lie Tyr Ser Met Cys Leu Thr Leu Leu Gly Phe 
180 185 190 

ctt att cct ctt ttt gtg atg tgt ttc ttt tat tac aag att get etc 
Leu lie Pro Leu Phe Val Met Cys Phe Phe Tyr Tyr Lys lie Ala Leu 
195 200 205 

ttc eta aag eag agg aat agg cag gtt get act get ctg ccc ctt gaa 
Phe Leu Lys Gin Arg Asn Arg Gin Val Ala Thr Ala Leu Pro. Leu Glu 
210 215 220 

aag cct etc aac ttg gte ate atg gca gtg gta ate ttc tct gtg ctt 
Lys Pro Leu Asn Leu Val lie Met Ala Val Val lie Phe Ser Val Leu 
225 230 235 240 

ttt aca ccc tat cac gte atg egg aat. gtg agg ate get tea cgc ctg 
Phe Thr Pro Tyr His Val Met Arg Asn Val Arg lie Ala Ser Arg Leu 
245 250 255 

999 agt tgg aag cag tat eag tge act eag gte gte ate aac tec ttt 816 
Gly Ser Trp Lys Gin Tyr Gin Cys Thr Gin Val Val lie Asn Ser Phe 
260 265 270 



tac att gtg aca egg get ttg ggc ttt ctg aac agt gte ate aac cct 
Tyr lie Val Thr Arg Ala Leu Gly Phe Leu Asn Ser Val lie Asn Pro 
275 280 285 

gte tte tat ttt ctt ttg gga gat cac tte agg gae atg ctg atg aat 
Val Phe Tyr Phe Leu Leu Gly Asp His Phe Arg Asp Met Leu Met Asn 
290 295 300 

caa ctg aga cac aac ttc aaa tec ctt aca tec ttt age aga tgg get 
Gin Leu Arg His Asn Phe Lys Ser Leu Thr Ser Phe Ser Arg Trp Ala 
305 310 315 320 

cat gaa etc eta ctt tea ttc aga gaa aag tga 
His Glu Leu Leu Leu Ser Phe Arg Glu Lys 
325 330 



528 



576 



624 



672 



720 



768 



864 



912 



960 



993 



<210> 2 
<211> 330 
<212> PRT 
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<213> Homo sapiens 



<400> 2 



Met Ala Trp Asn Ala Thr Cys Lys Asn Trp Leu Ala Ala Glu Ala Ala 
15 10 15 



Leu Glu Lys Tyr Tyr Leu Ser He Phe Tyr Gly He Glu Phe Val Val 
20 25 30 



Gly Val Leu Gly Asn Thr He Val Val Tyr Gly Tyr He Phe Ser Leu 
35 40 45 



Lys Asn Trp Asn Ser Ser Asn He Tyr Leu Phe Asn Leu Ser Val Ser 
50 55 60 



Asp Leu Ala Phe Leu Cys Thr Leu Pro Met Leu He Arg Ser Tyr Ala 
65 70 75 80 



Asn Gly Asn Trp He Tyr Gly Asp Val Leu Cys He Ser Asn Arg Tyr 
85 90 95 



Val Leu His Ala Asn Leu Tyr Thr Ser He Leu Phe Leu Thr Phe He 
100 105 110 



Ser He Asp Arg Tyr Leu He He Lys Tyr Pro Phe Arg Glu His Leu 
115 120 125 



Leu Gin Lys Lys Glu Phe Ala He Leu He Ser Leu Ala He Trp Val 
130 135 140 



Leu Val Thr Leu Glu Leu Leu Pro He Leu Pro Leu He Asn Pro Val 
145 150 155 160 



He Thr Asp Asn Gly Thr Thr Cys Asn Asp Phe Ala Ser Ser Gly Asp 
165 170 175 



Pro Asn Tyr Asn Leu He Tyr Ser Met Cys Leu Thr Leu Leu Gly Phe 
180 185 190 



Leu He Pro Leu Phe Val Met Cys Phe Phe Tyr Tyr Lys He Ala Leu 
195 200 205 



Phe Leu Lys Gin Arg Asn Arg Gin Val Ala Thr Ala Leu Pro Leu Glu 
210 215 220 
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Lys Pro Leu Asn Leu Val He Met Ala Val Val He Phe Ser Val Leu 

225 230 235 240 

Phe Thr Pro Tyr His Val Met Arg Asn Val Arg He Ala Ser Arg Leu 

245 250 255 



Gly Ser Trp Lys Gin Tyr Gin Cys Thr Gin Val Val He Asn Ser Phe 
260 265 270 



Tyr He Val Thr Arg Ala Leu Gly Phe Leu Asn Ser Val He Asn Pro 
275 280 285 



Val Phe Tyr Phe Leu Leu Gly Asp His Phe Arg Asp Met Leu Met Asn 
290 295 300 



Gin Leu Arg His Asn Phe Lys Ser Leu Thr Ser Phe Ser Arg Trp Ala 
305 310 315 320 



His Glu Leu Leu Leu Ser Phe Arg Glu Lys 
325 330 



<210> 3 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Desctiption of Artificial Sequence: an artificially systhesized 

primer sequence 

<400> 3 

ggtctagaat ggcatggaat gcaacttgc 29 

<210> 4 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Desctiption of Artificial Sequence: an artificially systhesized 

primer sequence 

<400> 4 

ggtctagatt atcacttttc tctgaatgaa ag 32 



<210> 5 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<400> 5 
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tcaggctgca tgttccttg 



19 



<210> 6 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 6 

tcctctcagc ggggaagag 



<210> 7 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 7 

gacgtgtccc atagtgtttc c 



<210> 8 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 8 

tcctgctgcc gtggtgct 



<210> 9 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Desctiption of Artificial Sequence :an artificially systhesized 

primer sequence 

<400> 9 

ggggtacctc aggctgcatg ttccttg 



<210> 10 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Desctiption of Artificial Sequence :an artificially systhesized 

primer sequence 

<400> 10 

ggaagatctt cctctcagcg gggaagag 2 8 



<210> 11 

<211> 29 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 

<223> Desctiption of Artificial Sequence ran artificially systhesized 

primer sequence 



<400> 11 

ggggtaccga cgtgtcccat agtgtttcc 2 9 



<210> 12 
<211> 27 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Desctiption of Artificial Sequence : an artificially systhesized 

primer sequence 

<400> 12 

ggaagatctt cctgctgccg tggtgct 27 

<210> 13 

<211> 1159 

<212> DNA 

<213> Homo sapiens 

<400> 13 

tcaggctgca tgttccttgg gtaatgagaa gtcacaatca ctattcatag atgtgtgggg 60 

agtcactaaa aatatattat tcactgtcaa tcttagttta tatccagata caacagggta 120 

cactgctctt gtaatggaat cagacttctt attttaacaa gacaaaccaa atccaatcca 180 

catttgaaga ttataggttt taatataaga aaatgcactc atttctcaaa gaccctagtg 24 0 

aagctgtgtt taaatgctcc taggtgaacc ccctttgcat cccagtgttc ccaccctgac 300 

acccagagcc cctacctacc caacacagaa tcatttgctc tgatagaaca atggatccct 360 

ttttctggaa acattgatgg ccactcctcc cttgtccttg cctatataaa actcctacat 420 

atattaagag aaaactaagc aagagttttg gaaatctgcc ccaggagact gcatcctgag 4 80 

tcacacgcgt ctttgttctc tttcttgtcc caaaaccgtt acctcaagtg acaaatgatc 54 0 
aaatctcaaa tatagaattc agggttttac aggtaggcat cttgaggatt tcaaatggtt 
aaaagcaact cactcctttt ctactctttg gagagtttca agagcctata gcctctaaaa 

cgcaaatcat tgctaagggt tgggggggag aaaccttttc gaatttttta ggaattcctg 720 

ctgtttgcct cttcagctac ctacttccta aaaaggatgt atgtcagtgg acagaacagg 780 

gcaaacttat tcgaaaaaga aataagaaat aattgccagt gtgtttat'aa atgatatgaa 840 

tcaggagtgg tgcgaagagg atagggaaaa aaaaattcta tttggtgctg gaaatactgc 900 

gctttttttt ttcctttttt tttttttctg tgagctggag tgtgccagct ttttcagacg 960 
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600 
660 



gaggaatgct gagtgtcaag gggtcaggat caatccggtg tgagttgatg aggcaggaag 1020 

gtggggagga atgcgaggaa tgtccctgtt tgtgtaggac tccattcagc tcattggcga 1080 

gccgcggccg cccggagcgt ataaaagcct cgggccgccc gccccaaact cacacaacaa 1140 

ctcttccccg ctgagagga 1159 

<210> 14 

<211> 355 

<212> DNA 

<213> Homo sapiens 

<400> 14 

gacgtgtccc atagtgtttc caaacttgga aagggcgggg gagggcggga ggatgcggag 60 

ggcggaggta tgcagacaac gagtcagagt ttccccttga aagcctcaaa agtgtccacg 12 0 

tcctcaaaaa gaatggaacc aatttaagaa gccagccccg tggccacgtc ccttccccca 180 

ttcgctccct cctctgcgcc cccgcaggct cctcccagct gtggctgccc gggcccccag 240 

ccccagccct cccattggtg gaggcccttt tggaggcacc ctagggccag ggaaactttt 3 00 

gccgtataaa tagggcagat ccgggcttta ttattttagc accacggcag cagga 3 55 

<210> 15 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Glu Tyr Asn Leu Val 
1 5 



<210> 16 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Asp Cys Gly Leu Phe 
1 5 



<210> 17 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 17 

taccaatgac aacgcctcc 15 
<210> 18 
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<211> 
<212> 
<213> 



20 
DNA 

Homo sapiens 



<400> 18 

atgtcttcat gctggtgcag 



20 



<210> 19 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 19 

gggaaggtga aggtcgga 18 



<210> 20 

<211> 17 

<212> DNA 

<213> Homo sapiens 



<400> 20 

gcagccctgg tgaccag 



17 
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